One of the first TA systems to be identified was Hok-Sok, a type I system 51 discovered through its ability to stabilize plasmids 13 . After transcription, the 52 stable Hok mRNA is slowly processed at the 3' end into a translatable isoform 14 . 53 This process is attenuated by the highly expressed RNA Sok, which forms a 54 duplex with Hok mRNA leading to subsequent degradation of both transcripts.
55
Should transcription of the TA operon cease, the less stable antitoxin RNA 56 rapidly degrades, allowing unprocessed hok mRNA in the cytoplasm to mature 57 and be translated into a toxic protein that destabilizes cellular membranes 13, 15 . of TA systems (Figure 1 and S1 ). This is particularly true when strain rather than 262 species is analyzed, or when the number of species within a phylum that has the 263 toxin is not normalized by total number of species within that phyla ( Figure S1 ). The factors that select for maintenance of horizontally acquired genes vary.
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Genes on both chromosomes and plasmids can be selected by within-host forces 
314
The function of a given locus will depend in part on its history, though some 315 families may have features that make them more able to fill certain roles. 
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